Related literature
For a related structure and background references to benzohydrazide derivatives, see: Fun et al. (2011) . For related structures, see: Li & Ban (2009) ; Zhang (2011) . For reference bond-length data, see: Allen et al. (1987) . 
Experimental

Data collection
Bruker SMART APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009 ) T min = 0.960, T max = 0.979 20210 measured reflections 4500 independent reflections 3777 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.109 S = 1.03 4500 reflections 228 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.37 e Å À3 Á min = À0.32 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring. (ii) x À 1 2 ; Ày þ 3 2 ; Àz þ 2; (iii) Àx; Ày þ 2; Àz þ 2.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). with other related benzohydrazide derivatives.
The molecule of the title benzohydrazide derivative (Fig. 1) , C 17 H 18 N 2 O 5 , exists in a trans-configuration with respect to the C8═N2 bond [1.2821 (15) Å] and the torsion angle N1-N2-C8-C9 = 178.33 (10)°. The molecule is twisted with the dihedral angle between the two benzene rings being 19.41 (5)°. The middle fragment is slightly twisted which can be indicated by the torsion angle O1-C7-N1-N2 = -6.63 (15)°. The mean plane through this middle bridge (O1/C7/N1/N2/ C8) makes the dihedral angles of 12.06 (6) and 8.39 (6)° with the planes of 4-hydroxyphenyl and 3,4,5-trimethoxyphenyl rings, respectively. The three methoxy groups of the 3,4,5-trimethoxyphenyl unit have two different orientations: the two meta methoxy groups (at atoms C11 and C13 positions) are co-planar with their attached benzene ring with torsion angles C15-O3-C11-C10 = 1.62 (16)° and C17-O5-C13-C12 = 178.33 (10)° whereas the para methoxy is (+)-syn-clinally attached at atom C12 with the torsion angle C16-O4-C12-C11 = 71.28 (15)°. Bond distances are of normal values (Allen et al., 1987) and are comparable with the related structures (Fun et al., 2011; Li & Ban, 2009; Zhang, 2011) .
In the crystal packing ( Fig. 2) , the molecules are linked by N-H···O, O-H···N and O-H···O hydrogen bonds as well as with weak C-H···O interactions (Table 1) into sheets parallel to the ac plane. The crystal structure is stabilized by N-H···O, O-H···N, O-H···O hydrogen bonds, weak C-H···O and C-H···π interactions (Table 1) .
Experimental
The title compound (I) was prepared by dissolving 4-hydroxybenzohydrazide (0.1 mmol, 0.15 g) in ethanol (15 ml) and a solution of 3,4,5-trimethoxybenzaldehyde (0.1 mmol, 0.19 g) in ethanol (15 ml) was then added to it0. The mixture was refluxed for around 3 hr and the white solid of the product that appeared was collected by filtration, washed with ethanol and dried in air. Colorless blocks of (I) were obtained after recrystalization from methanol by slow evaporation of the solvent at room temperature after several days, Mp. 532-533 K.
Refinement
Amide and hydroxy H atoms were located from the difference maps and refined isotropically. The remaining H atoms were positioned geometrically and allowed to ride on their parent atoms, with d(C-H) = 0.93 Å for aromatic and CH and 0.96 Å for CH 3 atoms. The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C1-C6 ring. 
